Sequence Listing could not be accepted due to errors. 
See attached Validation Report. 

If you need help call the Patent Electronic Business Center at (866) 

217-9197 (toll free) . 
Reviewer: Anne Corrigan 

Timestamp: [year=2008; month=l; day=25; hr=17; min=43; sec=12; ms=958; ] 



Reviewer Comments: 
SEQUENCE LISTING 



<110> SHINTANI et al. 



<12 0> MEDICINAL USE OF MIP-3a INHIBITOR AND METHOD OF SCREENING 
BRAIN/NERVE CELL PROTECTIVE AGENT 

The above <120> response exceeds the Sequence Rules' required 72- 
character limit per line (this includes white spaces) . Please insert ; 
hard return after "SCREENING." 



<210> 5 

<211> 291 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (1)..(291) 

<223> 



<220> 

<221> sig_j)eptide 

<222> (1)..(81) 
<223> 



<220> 
<221> 
<222> 



mat_peptide 
(82) .. 0 



<223; 



; aag cgt ctg etc ttc ctt 
' Lys Arg Leu Leu Phe Leu 



1 tgg gta 
1 Trp Val 



; tgc age cag gca gaa gca gca age aac tac gac 
1 Cys Ser Gin Ala Glu Ala Ala Ser Asn Tyr Asp 



Cys Cys Leu Ser Tyr He Gin Thr Pro 



, att gtg 

. He Val 



ggt ttc aca aga cag atg gcc gat c 
Gly Phe Thr Arg Gin Met Ala Asp C 



1 Ala Cys I 



1 Ala He 



: Lys Lys Arg Lys 



; gtg tgc 
: Val Cys 



Ala Asp Pro 



Lys Gin 



aac tgg gtg i 
Asn Trp Val ] 



! get gtg aac c 
J Ala Val Asn I 



: etc age 
1 Leu Ser 



eta aga gte 
Leu Arg Val 



aag aag 
Lys Lys 



70 In the above last line, "70" is not properly aligned under "Met," the 

last amino acid. Same type of error in Sequence 7. 



i By CRFValidator v 1.0.3 



2008-01-17 13:20:25.407 
2008-01-17 13:20:35.219 
Elapsed: O hr(s) 0 min(s) 9 sec(s) 812 ms 
Total Warnings; 
Total Errors: 
No. of SeqIDs Defined: 

Actual SeqID Count: 21 

^ Error Description 

Mandatory field data missing in <223> in SEQ ID 
Mandatory field data missing in <223> in SEQ ID 
Mandatory field data missing in <223> in SEQ ID 
Mandatory field data missing in <223> in SEQ ID 
Mandatory field data missing m <223> in SEQ ID 
Mandatory field data missing in <223> in SEQ ID 
Mandatory field data missing in <223> in SEQ ID 
Mandatory field data missing in <223> in SEQ ID 
Mandatory field data missing in <223> in SEQ ID 
Upper case found in data; Found at position (2 91) 
Found undefined lettercode; POS (293) SEQID (5) 
with r 



The number of bases differs from <211> Input: 2 
Mandatory field data missing in <223> in SEQ ID 
Upper case found in data; Found at position (1122 
Found undefined lettercode; POS (1124) SEQID (7) 



,ng total. Input: 70, 
Calculated: 2 94 



Found undefined let 



L125) 



Input Set: 



Output Set: 



Started; 
Finished: 



1-17 13:20:2 
L-17 13:20:3 

Total Warnings: 
Total Errors; 
No. of SeqlDs Defined; 
Actual SeqID Count: 

Je Error Description 

Found undefined lettercode; POS (1130) SEQID (7) 

Upper case found in data; Found at position (1131) Seqld(7) 

Found undefined lettercode; PCS (113-1) EKQ.i)(7) 

Upper case found in data; Found at position (1134) Seqld(7) 

Upper case found in data; Found at position (1137) Seqld(7) 

Found undefined lettercode; POS (1139) SEQID (7) 



rhe number of bases differs i 
Slandatory field data missing 
Artificial or Unlinown found d 



1122 



Ln <223> in SEQ ID (9) 
1 <213> in SEQ ID (11) 
js <213> has Artificial sequence 



<220> 



wn found in <213> 



1 SEQ : 



(12) 



Undefined organism found in <213> in SEQ ID (13) 

Mandatory field data missing in <223> in SEQ ID (13) 

Undefined organism found in <213> in SEQ ID (15) 

Mandatory field data missing in <223> in SEQ ID (15) 

Artificial or Unknown found in <213> in SEQ ID (16) 

Artificial or Unknown found in <213> in SEQ ID (17) 

Artificial or Unknown found in <213> in SEQ ID (18) 

Artificial or Unknown found in <213> in SEQ ID (19) 



Input Set: 



Output Set: 



Started; 
Finished: 
Elapsed: 
Total Warnings: 
Total Errors: 
No. of SeqlDs Defined: 
Actual SeqID Count: 

Je Error Description 

Artificial or Unknovi 
Artificial or Unknow 



1-17 13:20:25. 40' 
L-17 13:20:35.21! 



found in <213> in SEQ I 
found in <213> in SEQ I 





(76) .. 0 



